Personal communication from Steven Marygold

RE: Genetics of CG12750, RpS26, M(2)36F and deficiencies in the 36F region

As part of the mapping and genetic analysis of the CG12750 gene, the following (not-to-be-published) data was obtained.

Molecular breakpoints of Dfs:

The breakpoints of the following Dfs were determined.  All Dfs were rebalanced with a CyO, Kr-GAL4 UAS-GFP chromosome.  An egg lay was collected from each stock and DNA preps were made from the non-GFP embryos.  The presence/absence of various genes was then determined by PCR.

	
	FlyBase cyto. breakpoints

(Jan 2005)
	Molecular position of LH break
	Molecular position of RH break

	Df(2L)H20
	36A8-9;36F1
	Not determined
	Between Acp36DE (36F3) and CG31749 (36F3-4)

	Df(2L)M36F-S6
	36F2-6;36F2-6
	Within Acp36DE (36F3)
	Proximal to amos (36F6)

	M(2)36F2
	-
	Within Acp36DE (36F3)
	Proximal to amos (36F6)

	Df(2L)TW50
	36E4-F1;38A6-7
	Between CG10275 (36F5) - CG10178 (36F6)
	Not determined
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Complementation data:

Some of these results have been shown previously (see FlyBase).  The complementation data is consistent with the Df break-points given above.  Note that although Df(2L)H20/Df(2L)M36F-S6 and Df(2L)H20/M(2)36F2 transhets lack Acp36DE and Fas3 gDNA, but are nevertheless viable as neither Acp36DE or Fas3 is a vital gene (see FlyBase).

	
	Df(2L)H20

36A8-9;36F1
	Df(2L)TW137

36C2-3;37B9-10
	Df(2L)M36F-S5

36D1-3;36F7-11
	Df(2L)M36F-S6

36F2-6;36F2-6
	Df(2L)TW50

36E4-F1;38A6-7
	M(2)36F2

36F2-6
	CG12750-

36F5
	RpS26-

36F4

	Df(2L)H20

36A8-9;36F1
	
	lethal
	lethal
	viable
	viable
	viable
	viable
	viable

	Df(2L)TW137

36C2-3;37B9-10
	
	
	lethal
	lethal
	lethal
	lethal
	lethal
	lethal

	Df(2L)M36F-S5

36D1-3;36F7-11
	
	
	
	lethal
	lethal
	lethal
	lethal
	lethal

	Df(2L)M36F-S6

36F2-6;36F2-6
	
	
	
	
	lethal
	lethal
	lethal
	lethal

	Df(2L)TW50

36E4-F1;38A6-7
	
	
	
	
	
	lethal
	viable
	viable

	M(2)36F2

36F2-6
	
	
	
	
	
	
	lethal
	lethal

	CG12750-

36F5
	
	
	
	
	
	
	
	viable

	RpS26-
36F4
	
	
	
	
	
	
	
	


CG12750 mutant alleles: 2a1 and 2a2 (manuscript in preparation)

RpS26 mutant alleles: KG00230 and 04553 (see FlyBase)
Cytology given is that on FlyBase (Jan 2005)

Main Conclusions:

1. M(2)36F2 is not a point mutation but rather a Df (very similar deletion to Df(2L)M36F-S6 -actually the same stock???) removing several genes.  I suggest this strain be renamed ‘Df(2L)M36F2’ accordingly.

2. The M(2)36F locus probably corresponds to the ribosomal protein gene RpS26.

3. This data particularly refines the proximal breakpoint of Df(2L)H20 and the distal breakpoint of Df(2L)TW50 and can hopefully be reflected in the FB reports for these Dfs and also in the FB ‘older cytological maps’ view.

Df(2L)H20





Df(2L)TW50





Df(2L)M36F-S6 and M(2)36F2








