Analysis of the completed Drosophila genome project has revealed the presence of eight putative organic anion transporting polypeptide (oatp) genes. Each of these genes are shown in the table below along with its closest mammalian relative and their percentage identity.

Drosophila gene
Closest mammalian relative
Percentage identity

CG31634
rat oatp 12
44%

CG3811
human OATP D
31%

CG5427
human OATP D
26%

CG6417
human OATP F

mouse oatp 14
24%

CG30277
human OATP E
25%

CG3382
human OATP F
28%

CG3380
human OATP J
27%

CG7571
human OATP D

rat / mouse oatp 11
30%

Six of these eight genes (CG31634, CG5427, CG30277, CG3382, CG3380, CG7571) contain the 'oatp superfamily signature' sequence (D-X-R-W-(I/V)-G-A-W-W-X-G-(F/L)-L). CG3811 and CG6417 do not contain this sequence; however, they do possess enough sequence similarity to vertebrate oatp members to be assigned to the Drosophila oatp family.

As can be seen from the attached similarity tree, most of the Drosophila oatps cluster in a separate clade from the vertebrate oatp members. As the Drosophila oatps do not have obvious mammalian homologues, I suggest the following nomenclature for the members of the Drosophila oatp family based on their chromosomal localisation.

CG31634 - oatp 26F

CG3811 - oatp 30B

CG5427 - oatp 33Ea

CG6417 - oatp 33Eb

CG30277 - oatp 58Da

CG3382 - oatp 58Db

CG3380 - oatp 58Dc

CG7571 - oatp 74D.
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Gene tree showing the similarity of putative Drosophila and vertebrate oatp members 

The protein sequences used to generate the above similarity tree were translated from the ORF using MacVector 7.0. The tree was generated using ClustalW and TreeviewPPC software on default parameters.

The putative Drosophila oatp proteins are boxed. The remaining oatp members are from vertebrates.

