UASP-mCherry-Abi

5540 5550 5560 5570 5580 5590 5600
TCATTGGTACCGATGGTGAGCAAGGGCCAGGAGGATAACATGGCCATCATCAAGGAGTTCATGCGCTTCA
M Vv S K G EEUDNMMATIT 1 K EF MR F>
M Vv S K G EEDNMMATILI 1 K EF MR F>

5610 5620 5630 5640 5650 5660 5670
AGGTGCACATGGAGGGCTCCGTGAACGGCCACGAGTTCGAGATCGAGGGCGAGGGCGAGGGCCGCCCCTA
K v HMEGSVNGHEFIEI1T1T EGE G E G R P Y>
K v HMEG SV N GHEFE 1T EGE G E G R P Y>

5680 5690 5700 5710 5720 5730 5740
CGAGGGCACCCAGACCGCCAAGCTGAAGGTGACCAAGGGTGGCCCCCTGCCCTTCGCCTGGGACATCCTG
E G T Q T AKULIKWVTIKGGPL P FAWD I L>

E G T Q T AKUL KV TIKGGPL P FAWD I L>

5750 5760 5770 5780 5790 5800 5810
TCCCCTCAGTTCATGTACGGCTCCAAGGCCTACGTGAAGCACCCCGCCGACATCCCCGACTACTTGAAGC
S P QF MY G S KAYV KHPADTI P DY L K
S P QF MY G S KAYV KHPADTI P DY L K

5820 5830 5840 5850 5860 5870 5880
TGTCCTTCCCCGAGGGCTTCAAGTGGGAGCGCGTGATGAACTTCGAGGACGGCGGCGTGGTGACCGTGAC
L S FPEGIFKWERVMNZFETDGG GV V TV T>
L S F PEGIFKWEWRVMNZFETDGG GV V TV T>

5890 5900 5910 5920 5930 5940 5950
CCAGGACTCCTCCCTGCAGGACGGCGAGTTCATCTACAAGGTGAAGCTGCGCGGCACCAACTTCCCCTCC
Q bs SsSL QD GEZF 1T Y KV KLRGTNF P S

Q bs sSL QD G EZF 1T Y KV KLRGTNF P S

5960 5970 5980 5990 6000 6010 6020
GACGGCCCCGTAATGCAGAAGAAGACCATGGGCTGGGAGGCCTCCTCCGAGCGGATGTACCCCGAGGACG
bGPV MQKKTMGWEASSEWRWMY P E D>
bGPV MQKKTMGWEASSEWRWMY P E D>

6030 6040 6050 6060 6070 6080 6090
GCGCCCTGAAGGGCGAGATCAAGCAGAGGCTGAAGCTGAAGGACGGCGGCCACTACGACGCTGAGGTCAA
G AL KGEIT KQRL KL KUDGS GHY DATE V K
G AL KGEI1T KQRL KL KUDGS GHY DATE V K

6100 6110 6120 6130 6140 6150 6160
GACCACCTACAAGGCCAAGAAGCCCGTGCAGCTGCCCGGCGCCTACAACGTCAACATCAAGTTGGACATC
T T Y KA KK PV QL P GAYNVNTKL DI

T T Y KA KK PV QL P GAYNVNTKLDI>

6170 6180 6190 6200 6210 6220 6230
ACCTCCCACAACGAGGACTACACCATCGTGGAACAGTACGAACGCGCCGAGGGCCGCCACTCCACCGGCG
T S HNEDYTI V EQYERAETGRHS T G
T S HNEDYTII1 VEQYERAEGRWHS T G

6240 6250 6260 6270 6280 6290 6300
GCATGGACGAGCTGTACAAAGCCGGCCGCATGTTGACCGAAACCCCCATGGCCAGCGAGAACATCATGGA
G M D E L Y K M L T ETWPMASENTIT M D>
G M D E L Y K A

6310 6320 6330 6340 6350 6360 6370
CGAACTAGCCTCTCTGATACGCACCGAGATCCCCGATGGCCGCCAGAGTCTGCGGGACAGCTACACGAAC
E L ASLI1TRTETI PDGRIQSL RD S Y T N>

6380 6390 6400 6410 6420 6430 6440
CTGGAGCGGGTGGCCGACTACTGCGAGGACACCTACTACCGCGCGGACAACAAGAAGGCGGCCCTGGAGG



L E RV ADYCEDTYYRADNIKIKAAL E>

6450 6460 6470 6480 6490 6500 6510
CCACCAAGAACTACACCACCCAGTCGCTGGCCAGCGTGGCCTACCAGATTAACACGCTCGCCTATAGCTA
AT KNYTTOQSLASVYAYOQTINTTLAYS Y

6520 6530 6540 6550 6560 6570 6580
CATGCAGCTCCTCGAGCTTCAGGCCCAGCAGCTCGGCGAGATGGAGTCCCAGATGAACCACATCGCCCAG

M Q L LELOQAQOQLTGTEMMETSU QMNIHTIA Q

6590 6600 6610 6620 6630 6640 6650

ACGGTGCATATCCACAAGGAGAAGGTGGCCAGGAGGTAAGAACAACAAATTGCTTAAACTAGAATAGGAA
T VH I H K E K V A R R>

6660 6670 6680 6690 6700 6710 6720
AAGGGGATATGCATATTTTAAAACGACAAAGAATACGGAATGAACATTTTTGTCTGTAAGTACGACTCAT

6730 6740 6750 6760 6770 6780 6790
CGGTGATAAAAGCTTCATAGAGAAGAAATGTACATTCATACATGCGTCGTCAGACGTGCTGATAAGACTG

6800 6810 6820 6830 6840 6850 6860
AACGTCTCTTTCTTCATTCTTTTCCTACATAACTATTTAGTTTTTTCAATTCACTTTATTTGTATTAATT

6870 6880 6890 6900 6910 6920 6930
ATTTTTGATTATCTTCATTGTCTTTTCTCAGAGAGATTGGCGTGCTTACGGCTAACAAGGTGAGCTCGCG
E I GV L TANZKV S S R

6940 6950 6960 6970 6980 6990 7000
CCAGTTTAAGATCGTGGCGCCCATCAATCCGGAGAAGCCCATCAAGTATGTGCGCAAGCCCATCGACTAC
Q F K 1 VvV AP I NP EIKWPI1T KY VR KP 1 D Y
7010 7020 7030 7040 7050 7060 7070
TCGATGTTGGACGAGATTGGCCACGGCATTAACTCGGCCCAGCACTCGCAGGTGCGACAGAAACATCGGE
S MmL D E 1T GHGI NSAQHS QV R Q K H R
7080 7090 7100 7110 7120 7130 7140

GCTCCAGCCATGGGTCCGTGCAATCCTTATTGCCGCCGTCGGTGGGACCTCCGCCAACCACGAAGCCCCC
G S SHGSVQSLLPPSV GGPPPTTK P P>

7150 7160 7170 7180 7190 7200 7210
AACTCCGCCGCAGATGTCGCGAGCTGGGAACACTGGCACACTGGGCAAGTCGGTCAGCAATACCGGGACA
T PPQMSRAGNTGTULSGIK SV SNTG T

7220 7230 7240 7250 7260 7270 7280
CTGGGCAAGAGTTCGCGGGAGTACCGCACTCCGCCTGTGGTCAATCCACCACAGGTGCCATCGCACTACG
L 6 K $SSREYRTWPPVVNZPPQV P S H Y

7290 7300 7310 7320 7330 7340 7350
CTCCCAACTATCCTATTGGGCATCCAAAGCGAATGTCGACGGCTTCTTCAACGATGACTACCACCACCAC
AAPNY P11 GHPIKIRMSTASSTMTTTT T>

7360 7370 7380 7390 7400 7410 7420

AGGCGGCGGAGCGGCGGGCAATGAACGAGCTGCTGGCTACAGTGCACTTCCGATGCCACCCAGCCAGCAG
G GGG A AGNIERAAGY S AL P MPP S Q @

7430 7440 7450 7460 7470 7480 7490
ATAGCCACACATGTAAACCTGCCCTCCGCGGGCATGATGCAATCGCTGCCACCACCGCCGCCCACTACGT
Il AT HVNLWPSAGMMOQSL PP P PP T T>

7500 7510 7520 7530 7540 7550 7560
ACGACGATCGCAGCAGCATGCCACGTGAGTTAATTTGATTATTCTGCAATAGCTCAATACTAATAATGCG
Y Db bR S S M P P>



7570 7580 7590 7600 7610 7620 7630
GTTTGCAATTCGTAGCAGCTCCTCCTTCACCACTTACGGTTTCGCAGCACGAGATGACCGAGCAGAGTCA
AP P S P L TV S QHEMTE Q S H

7640 7650 7660 7670 7680 7690 7700
CATTGGCATGCACACTTTGGGACGCAATATCAACAGGTAAGTTTCTGGAAAATGCAATCCCTTCTTTGTG
I G M HTL G R N I N R>

7710 7720 7730 7740 7750 7760 7770
TAAATATAACCTATTTATTGTTCTCTGTGCAAATCCAGGAATCCAAATAGGTAAATTGCATGTTTCTCTG

7780 7790 7800 7810 7820 7830 7840
TTTATCATAGGGTTATACTCAGCTAAAAAAAGTTATACTAGGTTTTCGTGTTTGTACTGTGTATAACTCC

7850 7860 7870 7880 7890 7900 7910
ATGAAATTCATATGTTATCTTGTATATTAAACGCGTATTTTTCCAAAGGAATCACTTCAGCTTGAACTTC
N H F S L N F>

7920 7930 7940 7950 7960 7970 7980
GCTCGTCCCGGCTCACAGTCGCCTCCCTTGCCACCTCCGCCGCCGCCGGAGGATGAGCATCAAGACTTCG
A RPGSQSPPLPPPZPGPGPETDTETHT QD F>

7990 8000 8010 8020 8030 8040 8050
GACGACCACGCACATCGACGGGACCGCAGCTGGCGCCCATAGTGCCCGAGGATCAGAACTTACCCGGCTG
G RPRTSTSG®POQLAPI1 VPEUDU GQNLPG W

8060 8070 8080 8090 8100 8110 8120
GGTGCCCAAGAACTTCATTGAGAAGGGTAGGCTGATTGGAGCAACTAACAATATACCTTACTAATTCTTA
vV P K N F I E K V>

8130 8140 8150 8160 8170 8180 8190
CAAACATTCCAGTGGTAGCCATTTACGACTACTATGCCGACAAGGACGACGAGCTGAGCTTCCAGGAAAG
vV A1 Y DY Y ADIKUDUDEUL S F Q E S

8200 8210 8220 8230 8240 8250 8260

CTCAGTGCTGTACGTGCTCAAGAAAAACGACGACGGCTGGTGGGAGGGCGTCATGGATGGTGTTACCGGT
S viyYyvL LK KNDUDSGWWEGV MDGV T G

8270 8280 8290 8300 8310 8320 8330
CTGTTTCCGGGCAACTACGTAGAGCCTTGTGTCTAGAGTCGACCTCGAACGTTAACGTTAACGTAACGTT
L F P GNY V EWPCV *



