'D. melanogaster: 4.019 kbp from 3L:9,858,803..9,862,821

Browser | Select Tracks  Custom Tracks Preferences

1 Display Region
Landmark or Region:

3L:9,858,803..9,862,821 Display Region

Examples: cnn, FBgn0000490, X:60000..80000, 2L:80,000..100,000, 2R:80,000..100,000, 3L.:80,000..100,000,
3R:80,000..100,000, 4:20000..50000.

FlyBase GBrowse Hel|

Annotate Restriction Sites. B configure... | Go
Take Snapshot | View Snapshot

Data Source : /% > »
b manogesar seroizoom: €€ re
1 Overview Drag labels up/down to nord;t tracks. Drag display left/right, or use scroll arrows, or click on either scale to move across genome.
mmmm«%mmmm&i:nﬁi&«niﬁiéﬂﬂn&&mm 231 24 2]
1 Details e
{ 1p | | L LRI )
9859k 9860k 9861k 9862k %
B3 0 H [ | track_e5f5b0_My_Track_1
ety

* BE B - @ Gene Span
PLAZ-VIA
-

B B H 3 | Transcript
iPLAZ-VIA-RE
iPLAZ-VIA-RC

= <

iPLAZ-VIA-RD
e
iPLAZ-YIA-RA
g

* B B - I B Natural TE (only visible below 300Kb)

% B& B - I B Repeat region
* B & B - I2 B Estimated Cytological Band

* BEE HPZ @ cDNA ‘
AY122192
81024215 y A
61125051 ff
——
* B B 3 8 Transgenic Insertion Site I
‘;\U 3] 101927

X
;’smm)csmem 11

PBac{RE}PLAZ-VIAL00344]
3,

Protospacer sequences for gRNAs

5-GTCGGGCA | GCAACGGATAGC GGG

| D. melanogaster: 4.02 kbp from 3L:9,862,089..9,866,108

Browser | Select Tracks  Custom Tracks

FlyBase GBrowse He
1 Display Region
Landmark or Region:
31:9,862,089..9,866,108 Display Region Annotate Restriction Sites Configure... | Go
Examples: cnn, FBgn0000490, X:60000..80000, 2L:80,000..100,000, 2R:80,000..100,000, 3L:80,000..100,000, Take Snapshot | View Snapshot
3R:80,000..100,000, 4:20000..50000.
Data Source «< - >
' D. melanogaster B Show 4.02kbp % Flip
10verview  Drag labels up/down to ruordir tracks. Drag display left/right, or use scroll arrows, or click on either scale to move across genome.
T T P T Tt e T e e e
1 Details [l
{ S )
9863K 9864k 9865k 9866k
* B8 0 3 @ track_e5(5b0_My_Track 1
l.lsﬁ(i)
@ Gene Span
8108
Eoadoe
@ Transcript
C68108-RB
[=—
CG8108-RA

B 0 I3 @ Natural TE (only visible below 300Kb)
 BE 0 + I 8 Repeat region

£ e

[, J

* B8 0 -3 @ Transgenic Insertion Site

% POPICEB1 1
JiestmpLe-viatG10008) ;ovmoemm:

;sx(?ﬁ)ooo@ ;ov)wetoenm7mal

P{EPEY2:
T X
P{SUPor-P}CG8108IKG05452]
3,
P{GSV1)CGB108(EP-558]
EA

POPICE8108d02970]

5“GGACATCG | CCATGGACGAAA AGG



