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NM_135039.1: c.673_1258delinsATGATGAAATAACATCATTATATCGATTAACACAG

p.G225MfsX3

The loss-of-function mutant was obtained by imprecise P element excision (67); this

deleted 679 bp nucleotides extending from the middle of the first exon into the second

intron.
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586 bp deletion of coding DNA (i.e., resides 673 to 1258)

35 bp insertion (i.e., ATGATGAAATAACATCATTATATCGATTAACACAG) in that region

679 bp deletion of genomic DNA

35 bp insertion of genomic DNA

Wild type

MSTCSSSEIAEKKRIALAKLQAKEKSOQOQLTLAS
APATNGKSTTSATGATQHANNGEKSNPNOQZPDOQ
AKSPLNFYRSPTGEQKEKINRSGPTPGDNIKS

SSFLNALKAI KQTSNRELSRGAAHPYOQRPN
GGNERNKPTLSLSSDKEKPVAVLLGNSTITZC
NLYLISTHRFAAQTSGYHEOQLVTVEFEKNMPT
KCYDGQTRIWSPFDLSDYQSLEKTHAADTILI KTPY
VHMNGIPKKVLDLCGQPPVVPERSVILA etc.

Marcal1%®

MSTCSSSEIAEKKRIALAKLQAKEKSOQOQLTLAS
APATNGKSTTSATGATOQHANNGEKSNPNOQPO
AKSPLNFYRSPTGEOQEKEKINRSGPTPGDNIKS

SSFLNALKAIEKQTSNRELSRGAAHPYOQRPN
GGNERNKPTLSLSSDKEKPVAVLLGNSTITZC
NLYLISTHRFAAQTSGYHEOQLVTVEFEKNMPT
KCYDGQTRIWSFEFDLSDYQSLEKTHAADTLTIEKPY

VHMNGIPEKEKVLDLCMMEK Stop



Coordinates of the deletion in Release 5 genome coordinates

Coordinates in the Drosophila melanogaster Genome
http://petrov.stanford.edu/cgi-bin/Dmel Coordinates FBr4 FBr5.pdf

FlyBase release 4.3
http://rice.bio.indiana.edu:7082/

A Tool for Coordinates Conversion
http://flybase.org/static pages/downloads/COORD.html

- Go to BLAST on FlyBase release 4.3 to get initial coordinates for conversion
- BLAST the deletion

- Go to the highest hit
>gnl|dmel|2L type=chromosome; loc=2L:1..22407834; ID=2L; release=r4.3;
species=dmel

Length = 22407834

Score = 1346 bits (679), Expect = 0.0 BLAST HIT on Genome Map
Identities = 679/679 (100%)
Strand = Plus / Plus

- Click on ‘BLAST HIT on Genome Map’
- Go to Landmark or Region for Coordinates (e.g., 2L:4956255..4956933)
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- Enter FlyBase release 4.3 coordinates in the Coordinate Conversion tool
(Species: D. melanogaster, Input Assembly: 4, Output Assembly: 5)
- Note the FlyBase release 5 coordinates (e.g., 2L:4956255..4956933)



